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AMENDMENTS TO THE SPECIFICATION 

At pages 2-3 , please replace paragraph [0004] with the following paragraph: 

Glycoside hydrolases (formerly known as cellulase family D) have been classified in 91 
families [ [(http://afinb.cnrs-mrs.fr/CAZY/)n ] (see CAZy database) based on sequence 
homologies, structural and mechanistic features. Because the fold of proteins is better conserved 
than their sequences, some of the families can be grouped in 'clans' (Henrissat B. 1991, Biochem. 
J. Vol. 280, p 309). Endo-beta-l,4-xyIanases are generally classified in families 10 (formerly 
family F) and 11 (formerly family G) and are foimd to frequently have an inverse relationship 
between their pi and molecular weight. The family 10 xylanases (EXslO) are larger, more 
complex, while the family 1 1 xylanases (EXsl 1) are smaller. Moreover^ a significant difference 
in the structure and the catalytic properties of both families exists. EXslO present an (a/6)8 barrel 
fold, have about 40% of a-helix structures and belong to clan GH-A (Dominguez et al, 1995, 
Nat. Struct. Biol, Vol. 2, p569) while EXsl 1 exhibit a B-jelly fold conformation, have about 3- 
5% of a-helix structures and belong to clan GH-C (Torronen et al, 1994, EMBO J. Vol. 13, p24 
8). EXslO have a smaller substrate binding site and a lower substrate specificity, have fi-equently 
endoglucanase activity and produce smaller oligosaccharides compared to EXsll, which have a 
higher affinity for unsubstituted xylan (Biely al, 1997, J. Biotechnol. Vol. 57, pl51). All 
xylanases of both families characterized to date retain the anomeric configuration of the 
glycosidic oxygen following hydrolysis in whidi two glutamates function as the catalytic 
residues (Jeffries, 1997, Curr. Opin. Biotechnol. Vol. 7, p337). 

At pages 5-6, please replace paragraph [0014] with the following paragraph: 

In contrast to other known EXslO and EXsl 1 that retain the configuration, family 8 glyco- 
hydrolases (Fierobe et al., 1993. Eur. J. Biochem. Vol. 217, p557; r rhttp://afmb.cnrs- 
mrs.fr/CAZY/] ]) (see CAZy database) t end to hydrolyse the substrate with inversion of the 
anomeric configuration of the glycosidic oxygen following hydrolysis in which one glutamate 
and one aspartate fimction as the catalytic residues. This has been shown for example for the 
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psychrophilic xylanase from Pseudoalteromonas haloplanktis (Van Petegem et al, 2003, J. Biol. 
Chem., Vol. 278(9), p7531-9; Collins, T. et al. 2002. A novel family 8 xylanase: functional and 
physico-chemical characterization. J. Biol. Chem. Vol. 277(38), p35133). Other xylanases 
belonging to the glycoside hydrolases family 8 have been already described (Yoon, K-H., 1998, 
Molecular cloning of a Bacillus sp. KK-1 xylanase gene and characterization of the gene product. 
Biochem. Mol. Biol. International. 45(2), p. 337; Bacillus halodurans C-125 xylanase Y 
GenBank/GenPept™ accession code BAB05824). These xylanases show sequence homologies 
between them as well as with the Pseudoalteromonas haloplanktis xylanase as described by 
Collins et al (2002, see above). 

At page 6, please replace paragraph [0015] with the following paragraph: 

The list of the enzymes belonging to the glycoside hydrolases family 8 is regularly 
updated j rhttp://afmb.cnrs-mrs.fr/CAZYA 11 (see CAZv database^ 

At page 10, please replace paragraph [0040] with the following paragraph: 

Enzymes with xylanolytic activity from the, glycosyl hydrolases family 8 can be obtained 
from various sources, [[(see e.g. http://afmb.cnrs-mrs.fr/CAZY/ for an overview)]] (see CAZv 
database for an overview) . Some of the enzymes have been described in the scientific literature 
and may therefore be obtained using the techniques described in the corresponding publications. 
Below, the preparation of some preferred enzymes according to the invention is described in 
more details. 



